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Research interest: Biostatistics/Machine Learning and Medical Big Data meet in my lab. I develop 

novel statistical and machine learning methods to detect patterns and statistical dependencies in large-

scale datasets from medicine. My research interests are not only in the development of new theories, 

but also in medical applications of cutting-edge machine learning models such as Deep Learning and 

Reinforcement Learning. In addition, through collaborative research, I also conduct analysis of 

population-health/genomic data and clinical trial design. 
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